Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.052; wR factor = 0.150; data-to-parameter ratio = 14.4.
In the title compound, C 15 H 17 NO, the 2,3-dimethylphenyl group is disordered over two sites with an occupancy ratio of 0.869 (3):0.131 (3). The major and minor components of the 2,3-dimethylanilino group are planar, with r.m.s. deviations of 0.0214 and 0.0303 Å , respectively, and are oriented at a dihedral angle of 2.6 (6) . The phenylmethanol-benzene ring is oriented at dihedral angles of 83.16 (6) and 81.0 (3) with respect to the major and minor components of the 2,3dimethylanilino group, respectively. An S(6) ring motif is present due to intramolecular N-HÁ Á ÁO hydrogen bonding. In the crystal, molecules are connected into supramolecular chains via O-HÁ Á ÁO hydrogen bonding along the b axis. C-HÁ Á Á interactions help to stabilize the crystal structure.
Related literature
For a related structure, see: Nawaz et al. (2007) . For graph-set notation, see: Bernstein et al. (1995) . 
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.966, T max = 0.975 9889 measured reflections 2298 independent reflections 1342 reflections with I > 2(I) R int = 0.051 Refinement R[F 2 > 2(F 2 )] = 0.052 wR(F 2 ) = 0.150 S = 1.03 2298 reflections 160 parameters 3 restraints H-atom parameters constrained Á max = 0.21 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1A-C6A and C9-C14 rings, respectively. Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON.
D-HÁ
In (I), the 2,3-dimethylphenyl group is disordered over two sites with an occupancy ratio of 0.869 (3):0.131 (3). The (2,3-dimethylphenyl)amino groups A (C1A-C8A/N1) and B (C1B-C8B/N1) are each planar with r. m. s. deviation of 0.0214 and 0.0303 Å, respectively. The dihedral angle between A/B is 2.4 (6) °. The dihedral angles between A/C and B/C are 83.16 (6) and 81.0 (3) °, respectively; C is the least-square plane through the benzene ring. An S(6) ring motif (Bernstein et al., 1995) is formed due to intramolecular H-bond of the type N-H···O (Fig. 1 ). The molecules associate into supramolecular chains (Fig. 2 ) via H-bonding of the type O-H···O along the b axis. The presence of C-H···π interactions (Table 1) also play an important role in stabilizing the crystal structure.
Experimental
A solution of mefenamic acid (8.2 mmol) in THF (20 ml) was slowly added to a suspension of NaBH 4 (10 mmol) in THF (20 ml), at room temperature. The mixture was stirred until evolution of hydrogen ceased. Iodine (4.1 mmol) in THF (20 ml) was added drop wise to this mixture. When the addition of iodine was complete, the reaction mixture was refluxed for 8 h and cooled to room temperature. Then, 2 N HCl (10 ml) was added and the mixture was extracted with ether. The ether layer was washed with 2 N NaOH (20 ml) and then with brine. Finally, the ether layer was dried over MgSO 4 . Evaporation of solvent yielded a mixture of mefenamic acid and an alcohol. The pure product was obtained by passing the mixture over silica gel column (eluent: n-hexane and ethyl acetate). The product, (I), was recrystallized from ethyl acetate and n-hexane.
The yield of reaction was 73%; m.pt. 337 K.
Refinement
The H atoms were positioned geometrically (O-H = 0.82, N-H = 0.86 and C-H = 0.93-0.97 Å) and refined as riding with U iso (H) = xU eq (C, N, O), where x = 1.5 for methyl H atoms and x = 1.2 for all other H atoms. The 2,3-dimethylphenyl ring was found to be disordered and was resolved over two positions with an occupancy ratio of 0.869 (3):0.131 (3). Each ring was treated as a regular hexagon and the anisotropic displacement parameters for equivalent atoms were constrained to be equivalent. 
Data collection
Bruker Kappa APEXII CCD diffractometer 2298 independent reflections supplementary materials sup-10 
